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Abstract

Snake venoms are rich sources of proteins that affect the hemostatic system, by promoting or inhibiting blood coagulation, endothelial damage, and fibrinolysis. One group of venom proteins(disintegrins) is involved in inhibition of platelet aggregation. They contain RGD or KGD sequences that inhibit integrin-mediated cell-cell interactions and platelet aggregation. Therefore, snake venom disintegrins may be  helpful in therapy of  arterial thrombosis. We have cloned two cDNA coding for metalloprotease-disintegrin precursors from Trimeresurus albolabris venom gland cDNA library. Full-length cDNA clones were obtaining by 5’RACE method. After analyzing of nucleotide sequence, they were found to be type II metalloprotease-disintegrin precursors. Each contains a metalloprotease and a disintegrin domain. One disintegrin domain composes of 73 amino acids with RGD sequences and the other comprises 76 amino acids with KGD sequences. They were also different at their C termini which are involved in integrin binding. In addition, another type III snake venom metalloprotease was cloned containing metalloprotease, disintegrin-like and cysteine rich region. Now we are expressing these two recombinant disintegrins in Pichia pastoris. In the near future we will examine the activities of these recombinant disintegrins on human platelets and their potential roles as antiplatelet therapy.






































































































































































