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Abstract

Most venomous animals including Viperidae snakes contain a variety of venom lectin proteins, which participate in heamostatic and venom toxicity. So far the nomourus of lectin protein have been characterized. They all have a conserved fold with several disulfide bridge, Further more Most of these protein are simple α-β heterodimers linked by interchain disulfide bonds and can be trimeric or tetameric forms The function of these proteins about heamoststic Some activate platelet aggregation through different pathway such as binding directly platelet factor, act via platelet membrane receptor or indirectly using plasma proteins; others inhibit the function of platelet by preventing ligand binding. In this study we report the complete novel nucleotide sequence of lectin protein from Green pit viper (Trimerasurus alborabis) by molecular cloning method. We start by extract mRNA from venom gland and then synthesis cDNA for library method after that we design primer for 5’-RACE and 3’-RACE. Each clones of 5’-RACE and 3’-RACE,which contain about 700-800 base pairs inserts, were thus identified and sequenced. The result indicated that all these clones contain a full-length cDNA insert that encode a C-type lectin and separate in 9 major group: 5 group are α subunit and others are β subunit. The polypeptide sequence of α subunit and β subunit compared with those of other snake venom C-type lectin: have 80%/81% identity with ((/(-BPA (Habu); 91% with ((-BPA (Habu):  % with stejagregin A-α; % with Protobothrops mucrosquamatus α; 93% with ((/( BP beta; 71% with stejagregin B-β; 93% with stejagregin A-β and % with convulxin β respectively. This result, indicating that 93% with stejagregin A β subunit and  % stejagregin A α subunit are complementary subunit. In future study we will express these lectin protein in Pichia pastoris and exam its activities. Further more we will sequence more 3’-RACE clones for find subunit that complementary with 6 group of previous subunit.  



























































































